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Figure S1. Throughput of next-generation RNA sequencing (RNA-seq). RNA-seq through HiSeq 2000 generated a median of 135 million (M) 

pair-end total reads (2 x 101 bp, min = 87M, max = 269.9M) and median 118.5M paired-end mappable reads (min = 75.1M, max = 242.4M). 

The x-axis indicates the number of pair-end reads and the y-axis denotes individual samples. Dark-blue bars indicate mappable reads and pale 

blue bars denote total reads. The left insert depicts the percentage of mappable reads of individual samples with a median = 88.7% (min = 

76.7%, max = 90.6%). The right insert depicts the accuracy of the base call. The median Q20 is 94.6% (min = 91%, max = 96.2%).  



 

Figure S2. Principle Component Analysis (PCA). The gene set for PCA analysis was selected in consideration of the gene expression and 

sample coverage (refer to Methods). PCA analysis with 18,725 expressed genes of individual tumor and matched normal tissues revealed 

three outliers including one tumor tissue (Patient ID = LGC053T) and two normal tissues (LGP054N, LGP032N). These tissues and matched 

tissues were excluded in further analysis. Red dots indicate normal samples, blue dots signify tumors. Blue and red arrows indicate outliers. 



Table S1. Clinicopathological information of Korean patients with colon cancer for RNA-seq 
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LGC001
T 

SIGMOID F 60 ADENOCARCINOMA 60 II 3 0 0 MSS 2011  1   

LGC002

T 

SIGMOID M 64 ADENOCARCINOMA 80 III 3 1a 0 MSS 2011  1  

LGC003
T 

ASCENDING F 62 ADENOCARCINOMA 80 II 3 0 0 MSI-H 2011  1  

LGC004

T 

ASCENDING F 30 ADENOCARCINOMA 80 II 3 0 0 MSI-H^ 2011   1 

LGC005
T 

ASCENDING F 75 ADENOCARCINOMA 70 III 3 2b 0 MSI-H 2011    

LGC006

T 

TRANSVERS

E 

M 73 ADENOCARCINOMA 90 III 3 1a 0 MSI-H 2011    

LGC007
T 

ASCENDING F 41 ADENOCARCINOMA 80 III 3 1 0 MSI-H 2011    

LGC008

T 

SIGMOID F 63 ADENOCARCINOMA 80 III 3 1b 0 MSS 2011  1  

LGC009
T 

SIGMOID M 52 ADENOCARCINOMA 60 II 3 0 0 MSI-H 2011   1 

LGC010

T 

ASCENDING F 67 ADENOCARCINOMA 80 II 4a 0 0 MSS 2011  1 1 

LGC011
T 

TRANSVERS
E 

F 52 ADENOCARCINOMA 70 III 3 2 0 MSS 2010    

LGC012

T 

ASCENDING F 78 ADENOCARCINOMA 80 III 4a 2a 0 MSS 2011    

LGC013
T 

DESCENDIN
G 

M 42 ADENOCARCINOMA 70 II 3 0 0 MSS 2011    

LGC014

T 

SIGMOID M 42 ADENOCARCINOMA 70 III 3 1a 0 MSS 2011    

LGC015

T 

ASCENDING M 64 ADENOCARCINOMA 70 II 3 0 0 MSS^ 2010  1  

LGC016

T 

ASCENDING F 70 ADENOCARCINOMA 95 III 3 2a 0 MSI-H 2011    

LGC017
T 

SIGMOID F 60 ADENOCARCINOMA 60 III 3 1 0 MSS 2010  1 1 

LGC018

T 

ASCENDING F 57 ADENOCARCINOMA 60 III 3 2b 0 MSS 2011   1 



LGC019

T 

ASCENDING F 56 ADENOCARCINOMA 70 III 3 2 0 MSS 2010   1 

LGC020
T 

ASCENDING F 64 ADENOCARCINOMA 70 II 3 0 0 MSS 2011  1  

LGC021

T 

ASCENDING F 79 ADENOCARCINOMA 60 III 3 1 0 MSS 2010   1 

LGC022
T 

DESCENDIN
G 

F 62 ADENOCARCINOMA 70 II 3 0 0 MSS 2010  1  

LGC023

T 

SIGMOID F 60 ADENOCARCINOMA 80 III 3 1a 0 MSS 2011  1  

LGC024
T 

SIGMOID F 62 ADENOCARCINOMA 70 III 3 1 0 MSS 2010  1  

LGC025

T 

TRANSVERS

E 

F 58 ADENOCARCINOMA 60 II 3 0 0 MSS 2010    

LGC026
T 

SIGMOID M 65 ADENOCARCINOMA 70 II 3 0 0 MSS^ 2010  1  

LGC027

T 

SIGMOID M 68 ADENOCARCINOMA 70 II 3 0 0 MSS^ 2010  1  

LGC028
T 

HEPATIC M 65 ADENOCARCINOMA 70 II 3 0 0 MSS 2010  1  

LGC029

T 

RECTOSIGM

OID 

M 59 ADENOCARCINOMA 60 II 3 0 0 MSS^ 2010    

LGC030
T 

SIGMOID M 62 ADENOCARCINOMA 60 III 4a 2b 0 MSS 2011  1  

LGC031

T 

ASCENDING M 68 ADENOCARCINOMA 70 III 3 1 0 MSS 2010  1  

LGC032

T 

SIGMOID M 70 MICROPAPILLARY 

ADENOCARCINOMA 

80 III 3 2b 0 MSS^ 2011    

LGC033

T 

SIGMOID M 62 ADENOCARCINOMA 70 II 3 0 0 MSS 2010  1  

LGC034

T 

SIGMOID F 80 ADENOCARCINOMA 70 III 3 1 0 MSS 2010    

LGC035

T 

ASCENDING F 75 ADENOCARCINOMA 90 III 4a 2a 0 MSS 2011   1 

LGC036

T 

SIGMOID M 52 ADENOCARCINOMA 80 II 2 0 0 MSS 2010    

LGC037

T 

SIGMOID F 68 ADENOCARCINOMA 60 II 3 0 0 MSS 2010  1  

LGC038

T 

SIGMOID M 59 ADENOCARCINOMA 70 II 3 0 0 MSS 2011    

LGC039

T 

ASCENDING M 51 ADENOCARCINOMA 80 II 3 0 0 MSI-H^ 2010    

LGC040

T 

PROXIMAL 

SIGMOID 

F 71 ADENOCARCINOMA 90 III 3 2b 0 MSS 2011    

LGC041

T 

SIGMOID M 76 ADENOCARCINOMA 80 III 4 2 0 MSS 2010    

LGC042 TRANSVERS F 70 ADENOCARCINOMA 80 III 3 1 0 MSI-H 2010    



T E 

LGC043

T 

RECTOSIGM

OID 

M 68 ADENOCARCINOMA 60 II 2 0 0 MSS^ 2010  1  

LGC044
T 

ASCENDING F 60 ADENOCARCINOMA 60 II 3 0 0 MSI-H 2011    

LGC045

T 

ASCENDING M 50 ADENOCARCINOMA 60 II 2 0 0 MSI-H 2010    

LGC046
T 

ASCENDING M 55 ADENOCARCINOMA 70 III 3 1b 0 or 1 MSS 2010   1 

LGC047

T 

ASCENDING M 78 ADENOCARCINOMA 60 III 3 2a 0 MSI-H 2010    

LGC048

T 

ASCENDING M 56 ADENOCARCINOMA 70 II 3 0 0 MSS 2010    

LGC049

T 

SIGMOID M 63 ADENOCARCINOMA 70 II 3 0 0 MSI-L 2010  1  

LGC050
T 

ASCENDING M 61 ADENOCARCINOMA 70 II 3 0 0 MSS 2010  1  

LGC051

T 

ASCENDING M 69 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

60 II 3 0 0 MSS 2012  1  

LGC052
T 

RECTOSIGM
OID 

F 71 ADENOCARCINOMA 70 III 3 1b 0 MSS 2010   1 

LGC053

T 

ASCENDING F 64 ADENOCARCINOMA 70 III 3 1b 0 MSS 2012  1  

LGC054
T 

TRANSVERS
E 

M 74 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

60 III 4a 2b 0 MSS^ 2012   1 

LGC055

T 

SIGMOID M 65 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

70 II 4a 0 0 MSS 2012  1  

LGC056
T 

ASCENDING F 64 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

70 II 3 0 0 MSS 2012  1  

LGC057

T 

DESCENDIN

G 

M 46 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

70 II 3 1a 0 MSS^ 2012    

LGC058
T 

SIGMOID M 61 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

70 II 3 1a 0 MSS 2012  1  

LGC059

T 

DESCENDIN

G 

M 52 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

80 II 3 0 0 MSS 2012    

LGC060
T 

SIGMOID M 58 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

80 II 3 1a 0 MSS 2012   1 

LGC061

T 

ASCENDING M 55 ADENOCARCINOMA 80 III 4a 1b 0 MSS^ 2010    

LGC062

T 

RECTOSIGM

OID 

F 59 ADENOCARCINOMA 80 II 3 0 0 MSS^ 2010   1 

LGP001

T 

SIGMOID M 71 ADENOCARCINOMA 70 III 3 1a 0 MSS 2010    

LGP002
T 

CECUM F 48 ADENOCARCINOMA 90 II 3 0 0 MSI-H 2010    

LGP003

T 

SIGMOID F 61 ADENOCARCINOMA 80 III 3 2b 0 MSS 2010    



LGP004

T 

ASCENDING F 41 ADENOCARCINOMA 90 II 3 0 0 MSI-H 2010    

LGP005
T 

SIGMOID F 74 ADENOCARCINOMA 90 III 3 1b 0 MSS 2010    

LGP006

T 

ASCENDING M 79 ADENOCARCINOMA 95 III 4a 1b 0 MSS 2010   1 

LGP007
T 

ASCENDING F 77 ADENOCARCINOMA 90 III 3 2b 0 MSS 2010    

LGP008

T 

ASCENDING M 56 ADENOCARCINOMA 80 III 4a 1b 0 MSS 2010    

LGP009
T 

SIGMOID F 53 ADENOCARCINOMA 80 III 4a 2b 0 MSS 2010  1  

LGP010

T 

SIGMOID M 50 ADENOCARCINOMA 70 III 3 2a 0 MSS 2010    

LGP011
T 

SIGMOID M 68 ADENOCARCINOMA 90 III 3 2b 0 MSS 2010    

LGP012

T 

SIGMOID M 68 ADENOCARCINOMA 60 III 3 1a 0 MSS 2010    

LGP013
T 

SIGMOID M 49 ADENOCARCINOMA 90 II 3 0 0 MSS 2010   1 

LGP014

T 

ASCENDING M 61 ADENOCARCINOMA 70 III 4a 1b 0 MSS 2010    

LGP015
T 

SIGMOID F 60 ADENOCARCINOMA 70 III 2 1a 0 MSS 2010    

LGP016

T 

ASCENDING F 58 ADENOCARCINOMA 90 III 3 1b 0 MSS 2010  1  

LGP017

T 

ASCENDING F 75 ADENOCARCINOMA 70 III 3 2a 0 MSS 2010  1 1 

LGP018

T 

ASCENDING F 55 ADENOCARCINOMA 60 II 3 0 0 MSI-H 2010    

LGP019

T 

SIGMOID M 56 ADENOCARCINOMA 60 III 4a 2a 0 MSS 2010    

LGP020

T 

SIGMOID M 58 ADENOCARCINOMA 90 II 3 0 0 MSS 2010  1  

LGP021

T 

SIGMOID M 30 ADENOCARCINOMA 95 III 3 1b 0 MSS 2010    

LGP022

T 

SIGMOID F 59 ADENOCARCINOMA 90 III 3 1a 0 MSS 2010    

LGP023

T 

SIGMOID F 44 ADENOCARCINOMA 80 II 3 0 0 MSS 2010    

LGP024

T 

SIGMOID M 53 ADENOCARCINOMA 60 II 3 0 0 MSS 2010    

LGP025

T 

DESCENDIN

G 

F 51 ADENOCARCINOMA 90 II 3 0 0 MSS 2010  1  

LGP026

T 

SIGMOID F 52 ADENOCARCINOMA 80 II 3 0 0 MSS 2010    

LGP027 ASCENDING F 43 ADENOCARCINOMA, WELL 90 I 2 0 0 MSI-H 2011    



T DIFFERENTIATED 

LGP028

T 

SIGMOID F 68 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

90 III 4a 1a 0 MSS 2011    

LGP029
T 

SIGMOID F 61 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

80 I 2 0 0 MSS 2011  1  

LGP030

T 

ASCENDING M 58 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

80 III 4a 1b 0 MSS 2011    

LGP031
T 

DESCENDIN
G 

M 59 ADENOCARCINOMA, WELL 
DIFFERENTIATED 

80 II 3 0 0 MSS 2011  1  

LGP032

T 

SIGMOID M 85 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

80 III 3 1a 0 MSS 2011  1  

LGP033

T 

SIGMOID F 42 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

60 III 3 2a 0 MSS 2011  1  

LGP034

T 

SIGMOID F 41 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

70 III 4a 2b 0 MSS 2011  1  

LGP035
T 

DESCENDIN
G 

F 47 ADENOCARCINOMA 80 III 3 1b 0 MSS 2009    

LGP036

T 

ASCENDING F 48 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

75 II 3 0 0 MSS 2008    

LGP037
T 

SIGMOID M 28 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

80 II 3 0 0 MSS 2008  1 1 

LGP038

T 

SIGMOID F 52 ADENOCARCINOMA 90 II 3 0 0 MSS 2009    

LGP039
T 

SIGMOID F 67 ADENOCARCINOMA 80 III 3 1a 0 MSS 2009    

LGP040

T 

SIGMOID M 73 ADENOCARCINOMA 90 III 3 1a 0 MSS 2009   1 

LGP041
T 

ASCENDING F 74 ADENOCARCINOMA 60 III 4a 1a 0 MSS 2009   1 

LGP042

T 

SIGMOID F 73 ADENOCARCINOMA 80 III 3 1a 0 MSS 2009   1 

LGP043
T 

ASCENDING M 75 ADENOCARCINOMA 60 III 4a 1a 0 MSS 2009    

LGP044

T 

SIGMOID M 60 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

60 II 3 0 0 MSS 2011    

LGP045
T 

SIGMOID F 29 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

70 I 2 0 0 MSS 2011    

LGP046

T 

DESCENDIN

G 

M 55 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

60 II 3 0 0 MSS 2011    

LGP047

T 

SIGMOID M 60 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

100 II 3 0 0 MSS 2011    

LGP048

T 

SIGMOID M 75 ADENOCARCINOMA 90 III 3 2a 0 MSS 2012    

LGP049
T 

DESCENDIN
G 

M 59 ADENOCARCINOMA 70 II 3 0 0 MSS 2012    

LGP050

T 

ASCENDING M 57 ADENOCARCINOMA 90 II 3 0 0 MSI-H 2012   1 



LGP051

T 

SIGMOID M 57 ADENOCARCINOMA 100 II 3 0 0 MSS 2012    

LGP052
T 

SIGMOID F 79 ADENOCARCINOMA 90 III 3 1b 0 MSS 2012  1  

LGP053

T 

SIGMOID M 47 ADENOCARCINOMA 95 II 3 0 0 MSS 2012    

LGP054
T 

SIGMOID M 68 ADENOCARCINOMA 60 III 3 1b 0 MSS 2012  1  

LGP055

T 

ASCENDING F 57 ADENOCARCINOMA 80 I 2 0 0 MSI-H 2012    

LGP056
T 

DESCENDIN
G 

M 65 ADENOCARCINOMA 60 III 3 2a 0 MSS 2012  1  

LGP057

T 

ASCENDING M 52 ADENOCARCINOMA 100 II 3 0 0 MSS 2012  1  

LGP058
T 

RECTOSIGM
OID 

F 50 ADENOCARCINOMA 80 III 4b 1b 0 MSS 2012  1  

LGP059

T 

SIGMOID M 88 ADENOCARCINOMA 100 III 3 1a 0 MSI-L 2012  1  

LGP060
T 

SIGMOID F 64 ADENOCARCINOMA 95 I 2 0 0 MSS 2012  1  

LGP061

T 

SIGMOID M 56 ADENOCARCINOMA 60 II 3 0 0 MSS 2012  1  

LGP062
T 

SIGMOID F 78 ADENOCARCINOMA 100 III 3 1a 0 MSS 2012  1  

LGP063

T 

SIGMOID M 69 ADENOCARCINOMA 85 I 2 0 0 MSS 2012  1  

LGP064

T 

DESCENDIN

G 

M 47 ADENOCARCINOMA 100 II 3 0 0 MSI-H 2012  1  

LGP065

T 

SIGMOID M 57 ADENOCARCINOMA 80 II 3 0 0 MSS 2012  1 1 

LGP066

T 

SIGMOID M 74 ADENOCARCINOMA 60 III 4a 2a 0 MSS 2012  1  

LGP067

T 

SIGMOID M 61 ADENOCARCINOMA 95 III 3 1b 0 MSS 2012  1  

LGP068

T 

ASCENDING M 53 ADENOCARCINOMA 70 II 3 0 0 MSS 2012  1  

LGP069

T 

TRANSVERS

E 

M 78 ADENOCARCINOMA 90 III 3 1b 0 MSS 2012  1  

LGP070

T 

ASCENDING F 51 ADENOCARCINOMA 60 I 2 0 0 MSS 2012  1  

LGP071

T 

SIGMOID M 50 ADENOCARCINOMA 90 I 2 0 0 MSS 2012  1  

LGP072

T 

ASCENDING F 53 ADENOCARCINOMA 80 II 3 0 0 MSS 2012  1  

LGP073

T 

RECTOSIGM

OID 

M 42 ADENOCARCINOMA 70 II 3 0 0 MSS 2012    

LGP074 SIGMOID F 72 ADENOCARCINOMA 90 III 3 1a 0 MSS 2012  1  



T 

LGP075

T 

CECUM M 63 ADENOCARCINOMA 80 I 2 0 0 MSS 2012  1  

LGP076
T 

ASCENDING F 51 ADENOCARCINOMA 80 II 3 0 0 MSI-H 2009    

LGP077

T 

SIGMOID F 60 ADENOCARCINOMA 80 II 3 0 0 MSS 2009    

LGP078
T 

SIGMOID M 59 ADENOCARCINOMA 100 III 3 1b 0 MSS 2009    

LGP079

T 

ASCENDING M 57 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

80 III 2 1a 0 MSS 2011  1  

LGP080

T 

SIGMOID F 43 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

70 II 3 0 0 MSS 2011    

LGP081

T 

RECTOSIGM

OID 

F 69 ADENOCARCINOMA, POORLY 

DIFFERENTIATED 

60 III 3 1b 0 MSS 2011  1  

LGP082
T 

SIGMOID M 72 ADENOCARCINOMA, MODERATELY 
DIFFERENTIATED 

80 III 3 1a 0 MSS 2011  1  

LGP083

T 

SIGMOID F 69 ADENOCARCINOMA, MODERATELY 

DIFFERENTIATED 

90 I 2 0 0 MSS 2011  1  

LGP084
T 

SIGMOID M 48 ADENOCARCINOMA 60 I 2 0 0 MSS 2009    

LGP085

T 

SIGMOID M 78 ADENOCARCINOMA 90 III 4a 2a 0 MSS 2009    

LGP086
T 

DESCENDIN
G 

F 59 ADENOCARCINOMA 80 I 1 0 0 MSS 2010    

LGP087

T 

ASCENDING F 72 ADENOCARCINOMA 90 III 3 2a 0 MSS 2010    

LGP088
T 

ASCENDING F 71 ADENOCARCINOMA 90 III 3 1a 0 MSI-H 2010    1 

 

^Microsatellite status was predicted in consideration of the total number of somatic mutations and the presence of the mutations in DNA 

polymerase epsilon (POLE) gene 

  



Table S2. Summary of RNA-seq quality control 

 

Patient ID RIN
1
 Total bases 

Mappable 

bases 

%Mappable 

bases Total reads 

Mappable 

reads 

%Mappable 

reads %Q20
2
 PCA 

LGC001N 9.3 1.21E+10 1.08E+10 89  1.20E+08 1.07E+08 89 96   

LGC001T 9.7 1.32E+10 1.17E+10 88  1.31E+08 1.16E+08 88 95  

LGC002N 7.2 1.09E+10 9.60E+09 88  1.08E+08 9.50E+07 88 93  

LGC002T 9.9 1.16E+10 1.02E+10 88  1.15E+08 1.01E+08 88 93  

LGC003N 9.9 1.36E+10 1.18E+10 87  1.35E+08 1.17E+08 87 96  

LGC003T 9.7 1.31E+10 1.15E+10 88  1.29E+08 1.14E+08 88 95  

LGC004T 10.0 1.43E+10 1.28E+10 89  1.42E+08 1.27E+08 89 96  

LGC005T 9.3 1.60E+10 1.41E+10 88  1.58E+08 1.40E+08 88 94  

LGC006T 9.7 1.91E+10 1.64E+10 86  1.89E+08 1.62E+08 86 92  

LGC007T 10.0 1.22E+10 1.08E+10 89  1.21E+08 1.07E+08 89 93  

LGC008N 7.5 1.54E+10 1.36E+10 89  1.52E+08 1.35E+08 89 93  

LGC008T 7.0 1.71E+10 1.49E+10 87  1.69E+08 1.47E+08 87 93  

LGC009T 9.6 1.03E+10 9.25E+09 90  1.02E+08 9.16E+07 90 96  

LGC010N 8.8 1.17E+10 1.05E+10 90  1.15E+08 1.04E+08 90 96  

LGC010T 10.0 1.24E+10 1.09E+10 88  1.23E+08 1.08E+08 88 95  

LGC011T 8.5 1.00E+10 8.98E+09 90  9.93E+07 8.89E+07 90 93  

LGC012T 9.8 1.59E+10 1.41E+10 88  1.58E+08 1.39E+08 88 94  

LGC013T 9.3 1.34E+10 1.21E+10 90  1.33E+08 1.19E+08 90 96  

LGC014T 10.0 1.75E+10 1.55E+10 89  1.73E+08 1.54E+08 89 94  

LGC015N 8.3 1.44E+10 1.27E+10 89  1.42E+08 1.26E+08 89 96  

LGC015T 9.5 1.14E+10 1.01E+10 89  1.12E+08 9.97E+07 89 95  

LGC016T 10.0 1.39E+10 1.22E+10 88  1.38E+08 1.21E+08 88 92  

LGC017N 8.9 1.30E+10 1.15E+10 88  1.29E+08 1.14E+08 88 93  

LGC017T 7.1 1.26E+10 1.11E+10 88  1.25E+08 1.10E+08 88 93  

LGC018T 9.4 1.29E+10 1.14E+10 88  1.28E+08 1.13E+08 88 93  

LGC019T 9.9 1.54E+10 1.36E+10 89  1.52E+08 1.35E+08 89 94  

LGC020N 8.7 1.08E+10 9.76E+09 90  1.07E+08 9.66E+07 90 96  

LGC020T 9.6 1.33E+10 1.17E+10 88  1.31E+08 1.16E+08 88 96  

LGC021T 7.8 1.26E+10 1.13E+10 89  1.25E+08 1.12E+08 89 94  

LGC022N 9.9 1.26E+10 1.13E+10 90  1.25E+08 1.12E+08 90 96  



LGC022T 8.2 1.11E+10 9.69E+09 87  1.10E+08 9.59E+07 87 95  

LGC023N 9.1 1.23E+10 1.10E+10 89  1.22E+08 1.09E+08 89 95  

LGC023T 10.0 1.56E+10 1.37E+10 88  1.54E+08 1.36E+08 88 93  

LGC024N 9.8 1.49E+10 1.33E+10 89  1.48E+08 1.31E+08 89 94  

LGC024T 9.9 1.20E+10 1.07E+10 89  1.19E+08 1.06E+08 89 95  

LGC025T 8.7 1.37E+10 1.22E+10 89  1.36E+08 1.21E+08 89 95  

LGC026N 9.0 1.53E+10 1.31E+10 86  1.51E+08 1.30E+08 86 95  

LGC026T 8.4 1.40E+10 1.22E+10 88  1.38E+08 1.21E+08 88 95  

LGC027N 9.7 1.39E+10 1.23E+10 89  1.37E+08 1.22E+08 89 95  

LGC027T 7.3 1.17E+10 1.05E+10 90  1.15E+08 1.04E+08 90 96  

LGC028N 9.1 1.17E+10 1.05E+10 89  1.16E+08 1.04E+08 89 95  

LGC028T 7.6 1.54E+10 1.36E+10 88  1.53E+08 1.34E+08 88 95  

LGC029T 9.2 1.41E+10 1.24E+10 88  1.39E+08 1.23E+08 88 93  

LGC030N 8.1 1.21E+10 1.08E+10 89  1.20E+08 1.06E+08 89 94  

LGC030T 9.0 1.39E+10 1.24E+10 89  1.38E+08 1.23E+08 89 95  

LGC031N 8.0 1.26E+10 1.12E+10 89  1.25E+08 1.11E+08 89 94  

LGC031T 8.5 1.59E+10 1.41E+10 89  1.57E+08 1.40E+08 89 94  

LGC032T 8.7 1.45E+10 1.25E+10 86  1.44E+08 1.24E+08 86 92  

LGC033N 9.6 1.21E+10 1.08E+10 89  1.20E+08 1.07E+08 89 95  

LGC033T 9.1 1.29E+10 1.15E+10 89  1.28E+08 1.14E+08 89 95  

LGC034T 9.7 1.64E+10 1.47E+10 89  1.62E+08 1.45E+08 89 94  

LGC035T 10.0 1.54E+10 1.36E+10 88  1.52E+08 1.34E+08 88 94  

LGC036T 7.2 1.34E+10 1.18E+10 88  1.33E+08 1.17E+08 88 92  

LGC037N 8.6 9.78E+09 8.57E+09 88  9.69E+07 8.49E+07 88 95  

LGC037T 9.7 1.37E+10 1.22E+10 89  1.36E+08 1.20E+08 89 95  

LGC038T 8.6 1.14E+10 9.51E+09 83  1.13E+08 9.41E+07 83 91  

LGC039T 8.9 1.33E+10 1.19E+10 90  1.32E+08 1.18E+08 90 96  

LGC040T 9.0 1.69E+10 1.50E+10 89  1.68E+08 1.49E+08 89 94  

LGC041T 7.2 1.43E+10 1.24E+10 87  1.41E+08 1.23E+08 87 92  

LGC042T 9.5 1.02E+10 8.85E+09 87  1.01E+08 8.76E+07 87 93  

LGC043N 9.6 1.31E+10 1.17E+10 89  1.30E+08 1.15E+08 89 96  

LGC043T 9.8 1.36E+10 1.20E+10 88  1.34E+08 1.19E+08 88 95  

LGC044T 8.2 1.45E+10 1.32E+10 91  1.44E+08 1.30E+08 91 96  

LGC045T 9.6 1.38E+10 1.23E+10 89  1.37E+08 1.22E+08 89 96  

LGC046T 9.8 1.51E+10 1.33E+10 88  1.49E+08 1.32E+08 88 94  

LGC047T 7.8 1.77E+10 1.53E+10 86  1.75E+08 1.51E+08 86 92  



LGC048T 9.5 1.76E+10 1.54E+10 88  1.74E+08 1.52E+08 88 92  

LGC049N 9.2 1.11E+10 9.99E+09 90  1.10E+08 9.90E+07 90 96  

LGC049T 9.7 1.39E+10 1.22E+10 88  1.37E+08 1.21E+08 88 95  

LGC050N 9.1 1.49E+10 1.32E+10 89  1.47E+08 1.31E+08 89 96  

LGC050T 9.5 1.16E+10 1.02E+10 88  1.15E+08 1.01E+08 88 95  

LGC051N 9.1 1.49E+10 1.32E+10 89  1.48E+08 1.31E+08 89 95  

LGC051T 8.5 1.14E+10 1.02E+10 90  1.12E+08 1.01E+08 90 96  

LGC052T 10.0 1.30E+10 1.14E+10 88  1.28E+08 1.13E+08 88 93  

LGC053N 8.2 1.29E+10 1.15E+10 90  1.28E+08 1.14E+08 90 94 N3 

LGC053T 8.2 1.39E+10 1.24E+10 89  1.37E+08 1.22E+08 89 94 N 

LGC054T 9.0 1.20E+10 1.04E+10 87  1.19E+08 1.03E+08 87 91  

LGC055N 9.1 1.36E+10 1.18E+10 87  1.35E+08 1.17E+08 87 95  

LGC055T 8.2 1.55E+10 1.36E+10 88  1.53E+08 1.34E+08 88 96  

LGC056N 8.8 1.17E+10 1.03E+10 88  1.15E+08 1.02E+08 88 95  

LGC056T 7.9 1.37E+10 1.21E+10 89  1.36E+08 1.20E+08 89 96  

LGC057T 8.1 1.33E+10 1.19E+10 90  1.32E+08 1.18E+08 90 96  

LGC058N 8.9 1.18E+10 1.05E+10 89  1.17E+08 1.04E+08 89 96  

LGC058T 7.3 1.41E+10 1.26E+10 89  1.40E+08 1.25E+08 89 96  

LGC059T 10.0 1.48E+10 1.28E+10 86  1.46E+08 1.26E+08 86 93  

LGC060T 10.0 1.30E+10 1.14E+10 87  1.29E+08 1.13E+08 87 93  

LGC061T 8.8 1.40E+10 1.25E+10 89  1.38E+08 1.23E+08 89 94  

LGC062T 10.0 1.33E+10 1.17E+10 88  1.31E+08 1.16E+08 88 95  

LGP001T 10.0 1.61E+10 1.37E+10 85  1.60E+08 1.36E+08 85 92  

LGP002T 9.5 1.27E+10 1.12E+10 88  1.26E+08 1.11E+08 88 95  

LGP003T 9.1 1.32E+10 1.16E+10 88  1.31E+08 1.15E+08 88 93  

LGP004T 8.7 1.11E+10 8.50E+09 77  1.10E+08 8.41E+07 77 94  

LGP005T 10.0 1.44E+10 1.26E+10 87  1.43E+08 1.24E+08 87 94  

LGP006T 7.8 2.73E+10 2.45E+10 90  2.70E+08 2.42E+08 90 96  

LGP007T 8.6 1.53E+10 1.35E+10 88  1.52E+08 1.34E+08 88 94  

LGP008T 8.3 1.39E+10 1.24E+10 89  1.38E+08 1.23E+08 89 94  

LGP009T 10.0 1.15E+10 1.02E+10 89  1.14E+08 1.01E+08 89 93  

LGP010T 9.9 1.63E+10 1.45E+10 89  1.61E+08 1.44E+08 89 94  

LGP011T 10.0 1.39E+10 1.19E+10 86  1.38E+08 1.18E+08 86 92  

LGP012T 9.5 1.06E+10 9.12E+09 86  1.05E+08 9.03E+07 86 92  

LGP013T 9.0 1.31E+10 1.14E+10 87  1.30E+08 1.13E+08 87 93  



LGP014T 10.0 1.37E+10 1.17E+10 85  1.35E+08 1.15E+08 85 92  

LGP015T 10.0 1.06E+10 9.41E+09 89  1.05E+08 9.31E+07 89 93  

LGP016N 8.5 1.41E+10 1.26E+10 89  1.40E+08 1.25E+08 89 94  

LGP016T 9.0 1.44E+10 1.26E+10 87  1.43E+08 1.25E+08 87 94  

LGP017N 7.7 1.27E+10 1.13E+10 89  1.26E+08 1.12E+08 89 94  

LGP017T 8.7 1.36E+10 1.21E+10 89  1.35E+08 1.20E+08 89 94  

LGP018T 9.6 1.54E+10 1.37E+10 89  1.52E+08 1.36E+08 89 95  

LGP019T 8.8 1.82E+10 1.61E+10 89  1.80E+08 1.60E+08 89 94  

LGP020T 9.4 1.13E+10 9.70E+09 86  1.12E+08 9.60E+07 86 93  

LGP021T 9.9 1.62E+10 1.44E+10 89  1.60E+08 1.42E+08 89 94  

LGP022T 8.5 1.44E+10 1.27E+10 88  1.43E+08 1.26E+08 88 93  

LGP023T 9.5 1.67E+10 1.48E+10 89  1.65E+08 1.47E+08 89 95  

LGP024T 10.0 1.26E+10 1.09E+10 87  1.25E+08 1.08E+08 87 92  

LGP025T 10.0 1.12E+10 9.93E+09 89  1.10E+08 9.83E+07 89 95  

LGP026T 10.0 1.33E+10 1.17E+10 88  1.32E+08 1.16E+08 88 95  

LGP027T 8.9 1.19E+10 1.06E+10 89  1.18E+08 1.05E+08 89 95  

LGP028T 9.9 1.12E+10 9.89E+09 88  1.11E+08 9.79E+07 88 93  

LGP029N 7.7 1.25E+10 1.11E+10 89  1.23E+08 1.10E+08 89 95  

LGP029T 8.3 1.26E+10 1.12E+10 89  1.25E+08 1.11E+08 89 95  

LGP030T 8.7 1.78E+10 1.60E+10 89  1.77E+08 1.58E+08 89 94  

LGP031T 9.4 1.13E+10 9.80E+09 86  1.12E+08 9.70E+07 86 92  

LGP032N 9.5 1.05E+10 9.39E+09 89  1.04E+08 9.30E+07 89 94 N 

LGP032T 10.0 1.31E+10 1.15E+10 88  1.30E+08 1.14E+08 88 94 N 

LGP033N 9.1 9.36E+09 8.28E+09 88  9.27E+07 8.20E+07 88 94  

LGP033T 9.2 1.60E+10 1.43E+10 89  1.59E+08 1.41E+08 89 95  

LGP034N 9.0 1.28E+10 1.13E+10 88  1.26E+08 1.11E+08 88 94  

LGP034T 9.4 1.25E+10 1.10E+10 88  1.24E+08 1.09E+08 88 94  

LGP035T 8.3 1.40E+10 1.26E+10 89  1.39E+08 1.24E+08 89 94  

LGP036T 8.5 1.28E+10 1.15E+10 89  1.27E+08 1.13E+08 89 95  

LGP037T 9.2 1.36E+10 1.18E+10 87  1.35E+08 1.17E+08 87 92  

LGP038T 8.9 1.19E+10 1.05E+10 88  1.18E+08 1.04E+08 88 95  

LGP039T 8.1 1.49E+10 1.32E+10 88  1.48E+08 1.31E+08 88 95  

LGP040T 10.0 1.30E+10 1.14E+10 88  1.29E+08 1.13E+08 88 95  

LGP041T 9.1 1.44E+10 1.28E+10 89  1.43E+08 1.27E+08 89 94  

LGP042T 10.0 1.69E+10 1.50E+10 88  1.68E+08 1.48E+08 88 95  

LGP043T 8.8 1.44E+10 1.24E+10 86  1.43E+08 1.23E+08 86 94  



LGP044T 9.8 1.32E+10 1.14E+10 87  1.31E+08 1.13E+08 87 92  

LGP045T 8.1 1.52E+10 1.36E+10 89  1.51E+08 1.34E+08 89 95  

LGP046T 9.5 1.56E+10 1.35E+10 86  1.55E+08 1.33E+08 86 92  

LGP047T 8.9 1.63E+10 1.41E+10 86  1.62E+08 1.39E+08 86 92  

LGP048T 9.8 1.36E+10 1.18E+10 86  1.35E+08 1.16E+08 86 92  

LGP049T 6.1 8.78E+09 7.58E+09 86  8.70E+07 7.51E+07 86 92  

LGP050T 7.4 1.18E+10 1.04E+10 88  1.17E+08 1.03E+08 88 94  

LGP051T 7.1 1.04E+10 9.29E+09 89  1.03E+08 9.19E+07 89 94  

LGP052N 8.7 1.26E+10 1.11E+10 88  1.25E+08 1.10E+08 88 95  

LGP052T 9.6 1.29E+10 1.14E+10 88  1.27E+08 1.12E+08 88 95  

LGP053T 8.1 1.59E+10 1.41E+10 89  1.57E+08 1.40E+08 89 94  

LGP054N 9.6 1.24E+10 1.11E+10 90  1.22E+08 1.10E+08 90 95 N 

LGP054T 8.8 1.50E+10 1.33E+10 89  1.48E+08 1.31E+08 89 95 N 

LGP055T 7.6 1.43E+10 1.28E+10 89  1.42E+08 1.26E+08 89 95  

LGP056N 7.9 1.37E+10 1.22E+10 89  1.35E+08 1.20E+08 89 95  

LGP056T 10.0 1.41E+10 1.25E+10 88  1.40E+08 1.24E+08 88 95  

LGP057T 8.2 1.37E+10 1.22E+10 89  1.36E+08 1.21E+08 89 94  

LGP058N 9.6 1.44E+10 1.28E+10 89  1.43E+08 1.27E+08 89 95  

LGP058T 10.0 1.21E+10 1.08E+10 89  1.20E+08 1.07E+08 89 95  

LGP059N 8.3 1.41E+10 1.26E+10 89  1.39E+08 1.24E+08 89 95  

LGP059T 10.0 1.72E+10 1.53E+10 89  1.70E+08 1.51E+08 89 95  

LGP060N 5.7 1.51E+10 1.36E+10 90  1.50E+08 1.35E+08 90 95  

LGP060T 9.0 1.23E+10 1.09E+10 89  1.22E+08 1.08E+08 89 95  

LGP061T 7.5 1.32E+10 1.18E+10 89  1.31E+08 1.17E+08 89 94  

LGP062N 9.1 1.52E+10 1.35E+10 89  1.50E+08 1.34E+08 89 95  

LGP062T 10.0 1.50E+10 1.33E+10 89  1.48E+08 1.32E+08 89 95  

LGP063N 5.8 1.15E+10 1.02E+10 89  1.14E+08 1.01E+08 89 95  

LGP063T 9.3 1.35E+10 1.17E+10 87  1.33E+08 1.16E+08 87 95  

LGP064T 8.1 1.48E+10 1.32E+10 89  1.47E+08 1.30E+08 89 94  

LGP065T 9.8 1.43E+10 1.26E+10 88  1.41E+08 1.25E+08 88 94  

LGP066N 8.9 1.18E+10 1.05E+10 89  1.17E+08 1.04E+08 89 95  

LGP066T 7.5 1.25E+10 1.11E+10 89  1.24E+08 1.10E+08 89 95  

LGP067N 9.4 1.57E+10 1.40E+10 89  1.55E+08 1.39E+08 89 95  

LGP067T 8.9 1.59E+10 1.42E+10 89  1.57E+08 1.40E+08 89 95  

LGP068T 8.8 1.26E+10 1.13E+10 89  1.25E+08 1.12E+08 89 95  

LGP069N 9.9 1.25E+10 1.11E+10 89  1.23E+08 1.10E+08 89 95  



LGP069T 10.0 1.31E+10 1.17E+10 89  1.30E+08 1.16E+08 89 95  

LGP070N 8.0 1.35E+10 1.20E+10 89  1.34E+08 1.19E+08 89 95  

LGP070T 10.0 1.37E+10 1.20E+10 88  1.35E+08 1.19E+08 88 95  

LGP071N 5.6 1.19E+10 1.06E+10 89  1.18E+08 1.05E+08 89 95  

LGP071T 9.8 1.16E+10 1.04E+10 90  1.15E+08 1.03E+08 90 95  

LGP072T 9.4 9.75E+09 8.65E+09 89  9.65E+07 8.57E+07 89 95  

LGP073T 9.2 1.40E+10 1.24E+10 88  1.39E+08 1.22E+08 88 95  

LGP074T 10.0 1.65E+10 1.46E+10 88  1.64E+08 1.45E+08 88 94  

LGP075N 7.9 1.55E+10 1.40E+10 90  1.54E+08 1.39E+08 90 95  

LGP075T 9.9 1.41E+10 1.25E+10 89  1.39E+08 1.24E+08 89 95  

LGP076T 9.8 1.55E+10 1.38E+10 89  1.54E+08 1.37E+08 89 95  

LGP077T 8.9 1.19E+10 1.06E+10 89  1.18E+08 1.05E+08 89 94  

LGP078T 9.9 1.30E+10 1.12E+10 86  1.29E+08 1.10E+08 86 92  

LGP079N 8.0 1.37E+10 1.21E+10 89  1.35E+08 1.20E+08 89 94  

LGP079T 9.1 2.01E+10 1.76E+10 88  1.99E+08 1.74E+08 88 95  

LGP080T 9.1 1.38E+10 1.22E+10 89  1.37E+08 1.21E+08 89 95  

LGP081N 9.4 1.55E+10 1.37E+10 88  1.54E+08 1.36E+08 88 94  

LGP081T 9.5 1.46E+10 1.28E+10 87  1.45E+08 1.26E+08 87 95  

LGP082N 8.9 1.52E+10 1.33E+10 88  1.50E+08 1.32E+08 88 95  

LGP082T 9.7 1.50E+10 1.33E+10 89  1.49E+08 1.32E+08 89 95  

LGP083N 6.8 1.03E+10 9.14E+09 89  1.02E+08 9.05E+07 89 95  

LGP083T 9.5 1.23E+10 1.11E+10 90  1.22E+08 1.09E+08 90 95  

LGP084T 6.3 1.34E+10 1.20E+10 90  1.33E+08 1.19E+08 90 95  

LGP085T 10.0 1.33E+10 1.14E+10 86  1.32E+08 1.13E+08 86 92  

LGP086T 8.9 1.49E+10 1.33E+10 89  1.47E+08 1.32E+08 89 95  

LGP087T 10.0 1.80E+10 1.59E+10 89  1.78E+08 1.58E+08 89 94  

LGP088T 9.9 1.53E+10 1.36E+10 89  1.51E+08 1.34E+08 89 93   

 

1
RIN: RNA integrity number 

2
Q20: Lower base call accuracy of 99% 

3
N: Not included in further analysis 

  



Table S3. Fusion genes identified in Korean patients with colon cancer 
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Table S4. Correlation between TrkA protein expression and NTRK1 fusion 

 

Sample ID 

Cytoplasmic TrkA expression NTRK1 fusion 

p-value
1
 IHC FISH 

Colon_50_FISH01 Strong Positive 0.0192  

Colon_50_FISH02 Strong Negative  

Colon_50_FISH03 Strong Not determined  

Colon_50_FISH04 Strong Positive  

Colon_50_FISH05 Strong Negative  

Colon_50_FISH06 Moderate Positive  

Colon_50_FISH07 Moderate Negative  

Colon_50_FISH08 Weak Negative  

Colon_50_FISH09 Weak Negative  

Colon_50_FISH10 Weak Negative  

Colon_50_FISH11 Negative Negative  

Colon_50_FISH12 Negative Negative  

Colon_50_FISH13 Negative Negative  

Colon_50_FISH14 Negative Negative  

Colon_50_FISH15 Negative Negative   

 

1
p-value: One-sided chi-square test between TrkA strong/moderate to weak/negative tumors with split NTRK1 FISH signals 


